Supplementary
. Mass spectroscopy analysis of Hr10. a) The mass spectrum from the intact Hr10 sample. Major peaks are displayed with assigned charges. b) Table of the largest peaks showing the m/z ratios for the larges peaks, the calculated charge and resulting molecular weight. The molecular weight calculated from nine peaks is 119868.9 ± 0.5 (mean ± S.D.) as compared to the calculated molecular weight of the protein lacking the N-terminal Met and with a single L-Har substitution (11,969.3) . Peaks corresponding to the protein with Arg at 1493 could not be identified (not shown). 7, 161.3, 159.6, 158.1, 148.4, 131.5, 131.4, 129.6, 126.5, 126.2,121.0, 120.6, 117.0, 116.0, 115.7, 115.6, 68.6, 55.5, 45.3 (2C), 37.2, 36.7, 34.8, 30.3, 30.0, 23.9 . 

